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sponsible for use of trichothecene mycotoxin (yellow rain) in Laos, Cambodia, and Afghanistan. Although this incident is adequately covered, the real impact of this chapter is to provide details on over 10 Soviet institutes performing research on Fusarium toxins.
Additional chapters cover the Gorbachev and Yeltsin years with a discussion of how Soviet policies were set by the Politburo of the Central Committee. However, policies relating to discontinuing BW activities were complicated due to the powerful influence of senior military offıcials. Although progress on arms control was successful during this period, progress toward transparency of the BW program was greatly influenced by the military. Leaders like Yeltsin spoke publicly about the Soviets having violated the 1972 BWC, and both Gorbachev and Yeltsin may have had intentions to become more open about their BW program, but both leaders were hampered in carrying out these intentions by ". . . a small coterie of the senior hierarchy of the Soviet and then Russian military together with several allied civilian offıcials [who] successfully guarded the offensive BW program, prevented its eradication, and fought off all attempts to reveal its dimensions and purpose" (p. 678). As the authors point out, currently it remains unknown whether the Soviet offensive BW program remains active in Russia. The last chapter deals with the successes and failures of extensive international efforts from 1993 until today to prevent the proliferation of BW expertise from former Soviet BW facilities.
In 921 pages of text, annexes, and notes, this book is certainly destined to be a signifıcant source document for microbiologists, policy makers, historians, and students interested in this important subject. Each topic is presented in detail, and as noted previously, the authors are careful to present the facts and openly declare what may be implied or is undocumented. It is an impressive compilation of our current knowledge of this extensive program. Transparency was never a characteristic of the Soviet BW program, and several institutions remain closed to this day, but Leitenberg and Zilinskas have done a commendable job in using their extensive sources to help remove some of the mystery of how and why the Soviet Union invested such an incredible amount of money and manpower on research, development, and testing of new and modifıed agents generated by its biological weapon programs. The recent success of Meta-HIT, the Human Microbiome Project, the Earth Microbiome Project, and other largescale sequencing efforts are revolutionizing our understanding of which sequences, 16S rRNA or metagenomic, are found in which people and environments. However, sequences are not enough: there is a critical need to relate the information gained by these new technologies to the wealth of knowledge painstakingly accumulated over centuries in the laboratory about microbes as organisms and as participants in ecology and physiology. "The Fecal Bacteria" provides exactly these links for, as the title might suggest, the fecal bacteria, including information about the evolution, ecology, and environmental persistence of the many diverse taxa that inhabit the feces of primarily mammals and birds (reptiles, amphibians, and fısh are mentioned briefly with specifıc reference to Escherichia coli).
The book consists of 13 chapters by different combinations of authors, with the usual benefıts (deep subject matter expertise on each topics) and drawbacks (repetition in introductory material and less coherence than might otherwise have been achieved) from this approach. Topics covered include gut physiology; ecology and function of the gut microbiota; sources, prevalence, and fates of specifıc groups of fecal bacteria; source tracking; and both culture-based and culture-independent methods for monitoring fecal bacteria in the environment.
Several of the chapters will be of particular interest in connecting physiological and genomic properties of fecal bacteria to function in the gut: the fırst chapter, by Krause and Khafıpour, provides a comprehensive overview of types of mammalian gut along with the types of fermentation and bacteria that appear in each, and the second, third, and seventh chapters, by Carrero-Colon et al., Willing and Jansson, and Johnson, respectively, provide an excellent summary of which major groups of indicators are found where in the environment (although a table summarizing these relationships could be a valuable addition to a future edition), factors known to affect the fecal microbiota (e.g. infant development, obesity and antibiotics), and known effects of specifıc groups of fecal bacteria on human health (including antibiotic resistance and horizontal gene transfer), respectively. Chapter 4, by Yost et al., provides a detailed summary of sources other than humans of fecal bacteria in the environment, which is complemented well by chapter 6 by Whitman et al. summarizing the fates of these bacteria and especially the roles of different types of environment (marshes, rivers, lakes, etc.) and abiotic and biotic factors on the survival of specifıc groups of fecal bacteria, and by chapter 8 by Nevers & Boehm providing a more rigorous modeling approach to complement the observational data.
The methodological chapters on source tracking and detection may require updates relatively soon given the intense activity in new methods development in these areas, although the summary of approaches currently accepted by regulatory agencies and that therefore must be at least matched by new technologies is certainly valuable. The concluding chapter points very clearly to the need for better characterization of large numbers of humans, animals, and environments to truly defıne what is "normal" and what is "contamination," along with rich contextual information (often called "metadata" by afıcionados of DNA sequencing, although it is important to remember that one consequence of the decreased cost and diffıculty of DNA sequencing is that now DNA sequence is just one more kind of data that can be integrated into other types of experiments). This information will be crucial for guiding the combination of experimental, observational, and modeling approaches that will be critical to producing the next generation of regulatory frameworks.
Overall, this will be valuable to a wide range of microbial ecologists, and I would recommend it especially to those seeking a better understanding of comparative microbiology of the gut and to those wanting to know where specifıc clades of fecal bacteria have previously been observed in the environment, and what tasks they are most likely to be performing when DNA sequences identify them in a novel sample. A cclaimed by students and instructors, Molecular Biotechnology: Principles and Applications of Recombinant DNA is now in its fourth edition, bringing it thoroughly up to date with the latest ndings and the latest industrial, agricultural, pharmaceutical, and biomedical applications. At the same time, the text maintains all the hallmarks that have made it a bestseller. These include its straightforward, jargon-free writing style and its extensive use of gures that help students make sense of complex biological systems and processes. These features not only enable students to grasp core concepts, but also create the foundation needed to support their own research and development work using recombinant DNA technology.
Rob Knight
With its broad range of topics, Molecular Biotechnology is adaptable to different upper-level undergraduate and graduate courses emphasizing particular aspects of modern biotechnology. For example, instructors can easily tailor the content to courses focusing on the fundamentals of biotechnology as well as courses dedicated to medical, agricultural, environmental, or industrial applications. 
